Supp. Table 3 profile study in between Tg and W Totally 371 361 individual genes.
Ten genes have two probes for each of them: LOG100047199, AKS, GSTP1, EGFL7, ZFP467, KeNGE. 50100005, LRRFP, ADGVA I st SETDT
Gene symbol Accession number prvalue (Tg vs. WT) qvalue(p-value(Tg vs. WT)) Fold-Change(Tg vs. WT)  DEFINITION
Loce23is3 ¥0_032985.1 979609 328600 085 PREDI ) mise RNA,
PPPIRL NM_020459.2 702607 727603 17 (Poprt), mRN
D030040MOBRIK 104606 727603 089
w129 NM_001033302.1 1406 727603 069 Mus musculus gene model 129, (NCBI) (Gm125), mRNA. XM_SO7670 XM_920513 XM_S20520 XM_920527 ¥14_520533
10246241 184606 727603 156 Mus musculuscycin-dependent kinase-like 5 CaS), mRNA
11450000 188506 727603 060 Mus musculuscofled-<oil domain containing 25 (Cedc25), mANA
Locioope7199 XM_001477631.1 191606 727603 080 RN
0187483 202606 727603 116 Mus musculus golgi autoantigen, golgin subfamily 3, 4 (Golgad), mANA.
Locassass XM_358974.1 210606 727603 075
bLes NM_007864.2 217606 727603 17 Mus musculusdiscs, large homolog 4 (Drosophila) (0lga), mRNA
NM_026556.3 24306 73302 161 Mus musculus dynein ight chain LCB-type 2 (ynl2), mANA.
2310001A20RK NM_027977.2 263606 733603 167
1453903 303606 768603 158 b) (1 ANA
2010003018R1K 0296453 321606 768603 079 AN
M 0118754 11606 873603 186 ATPase, 13 (Psmd13), mAN
oy 0299563 aa2e06 8702 o073 AN
SNRPD3. NM_026095.4 457606 873603 155 RN
Locz3e987 XM_134668.2 438606 87303 062
HSPALS. NM_010478.2 522606 873603 082 Mus musculus heat shock protein 18 Hspatb), mANA.
conpep1 0107612 549606 873603 o061 Mus muscalus eyclin D-type binding protein 1 (Cendbpt), mANA.
NM_1769334 55£.06 873603 126 Mus musculus dual specifcity phosphatase 4 (Duspd), mRNA.
00 590606 73 158
Locioon7ss Xw_ooue77631.1 600E06 870z 084 AN
NM_028058.3 651E06 9.08£.03 123 Mus musculus FUN14 domain containing 1 (Fundct), mANA.
wasiee Nw_0sa1022 736606 968603 151 AN
NM_010758.1 752606 9.68£.03 060
Ak NM_001081277.1 795606 972603 080 Mus musculus adenylate kinase 5 (KS), mANA,
Locioonaasas Xw_oove73652.1 837606 972603 050 PREDI | mANA
A 10073933 852606 972603 131 Mus musculus actin, beta, ytoplasiic (Actb), MRNA
DGUOK AKQD3639 871606 972603 o081
NM_0089824 930606 106E02 126 Mus musculus protein tyrosine phosphatase, receptor type,  (Ptpr), mANA.
2300780281 AKO38954 103E05 106E02 08
Locassoss XM_359014.1 L08E05 106602 061
64305618160 AK032480 110605 106602 085
m_3sara21 113605 Loe02 072
V1455513 117605 106602 117 AN
3010015FO7RK 121605 Lo6E02 085
2500003M1081K NM_0232155 121605 106£.02 156 v
0291531 127605 106602 083 1 (scamp, ma
V0076112 129605 1Lo6E02 125 Mus musculus caspase 7 (Casp7), mid
NM_1751453 131605 10602 128 Mo s e ane i 27 Tmemi27, i
MTONA_CONI 13605 Loe02 060
NM_007564.4 136605 106£.02 11 s g e 26, e ke 125351, it
oprsi2 NM_009955.2 158605 120602 133 Wus musculus ihydropyrmidinase-fike 2 (Dpyst),
Lociooneass X1_o01481075.1 L68E05 125602 056 PREDI AN
FGr9) NM_0135183 175605 128602 140 Mus musculus fbroblast growth factor 8 (Fgia), mANA.
swarceL 0206183 18305 130602 132 bfamily e, member 1 (Smarce1), miy
0299922 206605 143602 080 RN
XM_1356392 211805 1402 on
E 214605 143602 129 Mus musculus chondroitn sulfate proteoglycan 4 (Cspgd), mRNA
0138142 227 s 1% AN
0074382 239605 152602 088 Mus musculus activating transeription factor 3 Atf2) mANA.
NM_201388.1 242605 152602 118 Mus musculusplectin 1 (Plct), transcriptvariant 5, mANA.
246805 152602 04
NM_144874.3 249605 152602 078 N
NM_0279012 260605 155602 06 Iypestice 2, beta Gtf3c2), maN
o1 NM_025967 253605 17602 080
2310015A05RK M_984819.1 296605 171602 078
0532623 305605 17602 131 Mus musculus hydroxysteroid (17-beta) dehydrogenase 11 (Hsd17b11), mRNA.
FBI0045PIGRIK NM_1776533 306605 171602 088 Mus musculus RIKEN CDNA 83004516 gene (FB30045P16RIK), mANA.
Teren XM_1257503 313605 171602 115
OTTMUSGO0000015643 NM_001037929.2 317605 171602 118 "
HISTIHIC 015785 327605 172602 182
NM_0157813 329605 172602 13 Mus musculus nucleosome assembly protein Liike 1 (Nap1l1), mRNA
Loc386073 XM_359057.1 P 173602 076
1032 3a9E05 17302 076
£xoscs NM_019393.2 353605 173602 116 Mus musculus exosome component 9 (Ex0scs), mANA.
s 1418602 356605 173602 128 RNA
1 NM_028339.1 356605 173802 142 Mus musculus thioredoxin domain containing 1 Tandc1), mRNA.
UBCETIP3-PENDING 69 e 088
Locioone71ss Xw_ooe77537.1 372605 175602 131 PREDI 100047155, mAN
5 V0014741431 377605 175602 051 RN
10390 356£05 175602 068 Ay
Hes XM_132052 400E05 175602 086
comms 0255362 a0se05 175602 130 Mus musculus COMM domain containing 5 (Commds), mRNA.
oLFR1250 NM_146965.1 a09E05 175602 11 Mus musculusolfactory receptor 1250 {01f11250), mANA.
AP N 0167963 410605 175602 079 v
pRICC 0111023 414805 175602 061 Mus musculusprotein kinse C, gamma (Pkce),
commo3 NM_1677783 420605 175602 119 Mus musculus COMM domain mmmn.ucommaz». mRNA.
envz NIM_007955. 425605 175602 11 Mus musculusets varian gene 2 (E6v2),
we77 NM_1725752 28605 175602 134 1, méN
coci2 NM_005861.1 432605 175602 146 N
TNRCIS NM_146112 4305 175602 080
s NM_080557.2 a6E05 177602 120 Mus musclussortng nexin 4 (Snd), mRNA
VeaTs2 NM_001033237.1 4905 177E02 o073 Mus musculus VEATS domain containing 2 (Yeats2), mRNA. XM_90D167 XM _S11624 XM_914159 X1_523096 XM _923095
HSY2 NM_0276612 57605 178602 088 v N
sTaC a68E05 180602 085
GsTP1 NM_0135411 a73E05 180£02 070 Mus musculus lutathione S-ransferase, i 1 (Gstp), mANA.
NM_145732 a87E0s 180602 126
STBGALNACS NM_001025311.1 451805 180602 125 ¥ 3 vy
NM_0532042 491605 18002 116 Erct. 1, mANA. XM_925144 X1A_525146 XM_925148 XM1_925150 XM _925151 XM _925155 XM _925160 XM_925162
ecriD 029663 1 e 180602 085 RN
9930104L06RK NM_1775732 514605 L8502 087
81850 522605 185602 085
AK0D3267 520605 Lese02 080
TUD3 XM_001477728.1 553605 193602 150 AN
cser NM_1419012 616605 210002 137 AN
ORF3 NM_198105.2 618605 210002 125 Mus musculus open reading frame 34 (ORF32), MANA.
V0532401 632605 210002 053
sicasats NM1813253 633605 210002 12 ber 15 (SIc25a15), mANA.
NM_178076.2 639605 210002 070 Mus musculus met 2 transforming sequence-like (Mcf2I), mRNA
an1ss NR_003278.1 641E05 210002 177 Mus musculus 185 RNA (Rn155).
00K NM_001039173.1 668E05 215602 12 Mus musculus docking protein § (D0Kke), MRNA
GassRL 0191393 678605 215602 17 1(Gabbr1), AN
NM_001035854.2 684£05 215602 12 beta 1 subunit (Ap2b3), 1, mRN
VKORCILL NM_001001327.1 630£.05 21502 120 e
NM_029437.1 696605 215602 141 Mus musculus cytoskeleton assocated protein 5 (CkapS), mANA.
NM_001033261.2 702605 215002 117 dc131), mANA, XM_925322
D620025D13RIK 53 719605 215602 s
5330548G22RK NM_0295322 728605 215602 127 RN
V1815642 731605 215602 122 Mus musculus desmoglein 4 (Dsgd), mANA.
ais XM_129846. 732605 215602 067
N 1831472 739605 21502 067 Mus musculusshadow o pron protein (Sprn), AN
PCOHE NM_001042726.1 742605 215602 084 N
N 744E05 215602 127 RN
S73040961280K 750605 215602 077
NM_026268.2 751605 215602 135 Mus musculus dual specificty phosphatase 6 (Dusp6), mRNA.
et NM_198725.1 783605 221602 153 7 (et
FaeQ M 0196813 786605 2260 142 Mus musculus frequenin homolog (Drosophilal (Frea), mANA.
w12 NM1728183 796£.05 221602 129 Mus musculuslow density ipoprotein-elated protein 12 Lrp12), mANA.
MsaAL V0076413 800£05 22160 120 Mus musculus membrane spanning &-domains,subfamily A, member 1 (Ms4a1), mANA.
pocos NM0110503 806E05 221602 080 Mus musculus programmed cell death 4 (Pdcad), mRNA.
L w1781 820605 22302 140 7 (st
~A33008205RK XM_128977.1 830605 22302 050
w21 0167052 832605 22302 13 Mus musculus kinesin family member 214 (Kif21a), mANA.
4930424G05RIK 262512 sast0s 225602 116 AN
o 2 XM_001475817.1 853605 225602 152 RN
0010854171 878c05 230002 081  mANA,
NM_0301002 886E05 230002 115 Mus musculus within bgen homolog (Drosophila) (Wibg), mANA.
Hpk2 NM_010433.1 896605 230002 138 A
SHTRZC, GPCR 48 90405 230602 03
Kena2 NM_0106112 907605 230002 128 bfamily 1 AN
GstPL V0135411 922605 231802 o7 Mus musculus lutathione S-transferase, pi 1 (G, mRNA.
BLIMS NM_1986492 925605 231602 115 RN
SE30472600RK 959605 238602 085
Nm_1751773 976605 238602 117 1(84h1), mt
toc208080 XM_1469312 977805 238602 087
st NM_178749 981E05 238602 080
Loce24619 XM_8891642 989605 238602 115 PREDICTED: Mus musculus similarto metaxin 3 (LOCG24519), mANA.
633052700681k V0295302 LooE0a 239602 150 RNA. 4_525634 XM_325635 XM_925636
NM153529.1 101604 230602 141 Mus musculus neuritn 1 (N 1), mRNA.
sicennt NM_1728903 L0204 201802 149 sporter, GABA), member 11 (Sc6a11), mANA.
Locar7927 X L0304 201602 084
NM_001029978.1 104E04 20602 153
Locazases XR_034042.1 L05E04 20602 04 PREDI 1(6ST dassmu AN
9630017017 1.06E-04 20602 108
SERINCS Nw_1725882 Lo6e04 202602 115 Mus musculusserine incorporator  (Serincs), mANA.
~AB30008HO2RIK AKO81423 108604 204602 086
NM_177907. 109604 200802 123 AN
A822501L14RK XM_o01481326.1 10904 244602 074 L4RK), RN
E NM_001081174.1 111604 246602 031 RNA
NM_0262302 112600 246602 116 Mus musculus smoothelin-ike 1 (Sminl), mANA.
uspi2 NM0116693 113604 246602 127 Mus musculus ubiquiin specific peptidase 12 (Usp12), mRNA.
ARMCS 0301842 12604 24502 e
o XM_001000692.2 119604 257602 121 (MKI67), mRNA,
aoarz 1_145427.1 122600 261602 083 AN
0288052 122604 261602 067 (Katnb), miN
1700113HOBRK XM_354556.5 120604 264602 119 RN
MAGEH1 N_023785. 128604 26902 131 Mus musculus melanoma antigen, family , 1 (MagehL), mRNA.
LRPAP1 NM_013587.2 12908 269602 064 1(trpapa), mAn
corz NM_001024698.2 130604 270602 089 Mus musculus carboxypeptidase A2, pancreatic (Cpaz), mRNA.
C230066H16RIK AK0R2585 132604 273802 078
NM_0318422 130600 273602 128 bfamilyd, member 1 (smarcd), mANA
0089743 13604 2702 120 Mus musculusprotein tyrosine phosphatase 422 (Ptpdaz), mRNA.
GABARAPLL M 0205504 13508 27602 131 1(Gabarap), mANA
NM_011917.2 138604 277802 128 Mus musculus 53" excribonuclease 2 (47n2), mANA.
e NM_0168002 139604 27702 130
GLon NM_1773500 139600 277602 052 Mus muscalus liomedin (Gldn), mANA.
TMEM1208 NM_001039723.2 Laot.04 27702 085
NM_1755262 141608 277602 120 Mus s Cpelectindoran ey . menbera oo v
it NM_012049.1 Lade0a 27302 0 Mus musculusnitrlase 1 (N1, mAN
SiC3940 XM_992396.1 L45E04 278602 078 N
NM_0103013 Lase0s 275602 06 Ipha 11 (Gna11), mANA.
ScMHL NM_013883 La6E.04 278602 085
0260832 147604 278602 128 RN
Locassozs XM_359000.1 Laze0n 27302 04
NM_146683.1 147608 278602 110 s s oy eegtr 141171441, A
pronz V0110703 Lase0s 275602 150 Mus musculusprefoldin 2 (fdn2), mi
en2A M 0101462 149604 e 149 RN
251001200881 NM 0273811 150600 279602 o1 RN
HiSTIH2BE NM_178154.3 15708 289602 12 Mus musculus histone cluster 1, H2be (HistLh2be), mRNA.
U112 NM_001011519.1 157604 289602 118 Mus musculusoffactory receptor 1148 {01fr1148), mANA.
M 0010831101 159604 250602 129 AN
Locioongs22 XM_001480443.1 L60E-08 202602 141 RN
[ NM_008335.1 16304 20202 118 Mus musculusinterferon alpha §(fnat), mANA.
NM_0139102 163604 202602 082 i1 "
wRRFPL NM_008515.3 163600 292602 117 (L), mANA,
Aw228700 164E.04 252602 083
LONRF3 NM_028894.1 165E08 202602 076 RN
RYA1 X 167604 202602 082 o
NM_013826.2 L6904 202602 125 Mus musculus molybdenum cofactor synthesis 2 (Mocs2), mANA.

mocs2
Locioonse7as XM_o01a76743.1 170600 202602 129 PREDICTED: Mus musculus simila to SMAP1 (LOC100046746), mNA.
NM_1728852 AN




Gene symbol
Locssa1z2

F730003HO7RIK
NG
C730004103R1K
onsic
A3
B230304102R1K
G430035PI6RK
1110029E0381K
C130061D10RIK
Kenct
oseepLL

Locase123
PrRPre

as305278160K
HISTIHAD
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B3GNTLL

ALI0026MOLRIK
GRNe
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1110016N23RK

N2
Loc22997

HSPALA
srG7
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whsciLL

1110028L17RK

Accession number
XM_357444.1
NM_1451553

AK089303
NM_019675.2
NM_033541.4
NM_0232103

NM_172265.1
NM_1786393
XR_033003.1

NM_001011875.1

NM_007407.3

0254733
NM_027560.1

XM_001476955.1

Nw_0234022

R
0254333

NM_1773833

NM_1s35824
NM_0010245602
NM_008586.2
NM_0138182
N 0113471
NM_0314051
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NM_1750232

Nm_013869.4
NM_1535083

NM_0257283

povalue (Tg vs. WT)
172608

a valuo(p-valus(Tg vs. WT))
292602

a%6E02

Fold-Change(Tg vs. WT)
112

DEFINITION
Mus musculus WAS protein family, member 3 (Wasf3), mANA.
Mus musculusstathmin-fike 4 (Stmind), mANA.

Mus musculus 25" ofigoadenylate synthetase 1C (0as1c), mANA.
2

bfamily €, ic7), mANA.

iber 1 (Kenci), mANA.

Mus musculus ubiquitin specific peptidase 37 (Usp3), mANA.

Mus musculus ceroid ipofuscinosis neuronal 8 (Cng), mRNA.

Mus musculus pre-mRNA processing factor 8 (pfS), mANA.

Mus musculus PCTAIRE-motfprotein inase 1 (etkL), mRNA. XM_920756 X\_S20762 XM_920768 XM _S20773
(o), mANA

Mus musculus procollagen, type VI, alpha 1 (Col6a1), mANA.
Mus musculus putatve neurona cell adhesion molecule (Punc), mANA.
Mus musculus dual specifcty phosphatase 18 0usp18), mRNA.
Htransporting, " RN

binding, family A, member 1 (Apba1), mANA.

Mus musculusolfactory receptor 342 (O1f342), mANA.

11(TrpS3iL1), mANA.
Mus musculustransmembrane protein 11 (Tmem11), mANA.

Mus musculussideroflexin S (Skns), mANA.

RNase Afamil v

Mus musculus arrestin domain containing 2 (Ard2), mANA.
Mus musculus hippocalein (Hpca), mANA.
Mus musculus muscle and microspikes RAS (Mras), mANA.

\ATpase, 4 (Psml), mANA.

10gh), mANA,

1, member 87 w

PREDI , member
Mus musculus p21 (COKN1ARactivated kinase 7 (Pak7), mANA.
Mus musculus T-box brain gene 1 (Tbr), mANA.

PREDI RhoGEF ki (Kalrm), mNA.
RN

PREDI v

Mus musculus histone cluster 1, H4g (Histthdd), mANA.
1, RNA. XM _925494 X1A_525495 XM _925496
: 1(83gnt12), mANA.

Mus musculus RNA methylransferase ke 1 (Rami), mRNA.

Mus musculus nanos homolog 1 (Drosophia) (Nanost), mRNA.

PREDICTED: Mus musculus galactosidase, beta 1like (6113, mANA.

Mus musculus myosin lght chan, regulatory 8 (My1c2b), mRNA.
Mus musculus nucleoporin 214 (Nup214), MANA. XM_989938 X14_989973 XNI_990012 XM_9900S1 XM_990078 XM 990101 X1_990130 XM _990157

(setd7), mRNA.
Mus musculus doublecortn-ike kinase 1 (Dclk1), mANA
Mus musculus laudin S (Cldns), mRNA.
bfamily . AN
i

Mus musculus exotoses (multple}ike 2 (Exti2), mANA.
Mus musculus kinesin farmily member 3A (Kia), mRNA.
Mus musculus cortactn (Ctn), mRNA.

PREDI

Mus musculuszinc finger and BTB domain containing 4 Zbtbe), mANA.

Mus musculus RIKEN cDNA 1110054005 gen (111005400SRIK), mANA.

ber 1 (Kened), mANA.
Mus musclus cadherin 8 (CAhB), ranscrpt variant 1, mRNA

Mus musculus keratin ssociated protein 3.3 (Ktap3-3), mANA
Mus musculusolfactory receptor 1031 01f11031), mANA.

1 (Ndstt), mAN

Mus musculus tropomodulin 3 (Tmod3), mRNA.
Mus musculusolfactory receptor 1395 0Ifr1395), mANA.
Mus musculusribosoma protein L7-lke 1 (RpI711), mANA,

Mus musculus G protein-coupled receptor 21 (Gpr21), mANA

PREOI 100048622), mRNA.

1,
Mus musculus WD repeat domain 52 (Wdro2), mRNA

Mus musculus FMS-ike tyrosine Kinase 1 (FI1), mRNA

Mus musculus NK3 homeobox 2 (Nkk3-2), mNA.

AN
Mus musculus eytochrome ¢ oxidase, subunit Vb (CoxSb), mANA,

PREDI AN

Mus musculus inhibin alpha (inha), mANA.

Mus musculus SEC15 homolog A 5. cerevsiae (Sec163), mANA.

PREDICTED: Mus musculus imilar to KIRlke eceptor 1 precursor KIRLLL (LOC632431), mANA,
(seta7), AN,

Mus musculus choline phosphotransferase 1 (Chpt, mANA.

1
Mus musculus WK ysine deficient protein kinase 4 (W), mANA.
tor 1 (Ade

Mus musculus transmembrane protein 144 (Tmem144), mANA

Mus musculus RIKEN cDNA BS30037P14 gene (B930037PLRIK), mANA.
Mus musculus meprin 1 beta (Viep1b), m

Mus musculus GTP binding protein 1 (tpbpL), mANA.

Mus muscalusselectin, platelet (Sep), mANA.

Mus musculus arsenate resistance protein 2 As2), mRNA.

Mus musculus eukaryotic translation niiation factor 48 (), mANA.

Mus musculus calsyntenin 3 (Cltn3), mRNA.
Mus musclus BTB and CNC homology 1 (Bach), mANA.

Mus musculus heat shock protein 1A (Hpatal, mRNA

Mus musculus activating transcription factor 6 (Af6), mANA.
‘Like 1

Mus musculus FKS08 binding protein 2 (Fkbp2), mNA.
Lfami

Mus musculus adenylate kinase 5 (AKS), mANA.
Mus musclusolfactory receptor 1043 (01fr1043), mRNA.

Mus musculus programmed celldeath 10 Pdcd10), mANA.
Mus musculus acyl-Cof thioesterase 7 Acot7), mANA.

Mus musculustoll-lke receptor 2 TI2), mRNA

RNA XM_925312
PREOI 100046035), misc RNA.
1, RN

Mus musculus Rap guanine nucleotide exchange factor (GEF) ke 1 (Rapgefl), mANA.

Mus musculus PDGFA associated protein 1 (Pdapl), mANA.

7 (Kenh7), mANA.

Mus musclus deaminase domain containing 1 (Deadc1), mANA.



