
Supp. Table 3. The whole genome expression profile study in mouse cerebral cortex revealed that 361 genes showed significantly differentially expression between Tg and WT mice (FDR q≤ 0.05). Totally 371 probes represent 361 individual genes. 
Ten genes have two probes for each of them: LOC100047199, AK5, GSTP1, EGFL7, ZFP467, KCNQ2, LOC100048622, LRRFIP1, ADCYAP1R1 and SETD7. 

Gene Symbol Accession number p-value (Tg vs. WT) q value(p-value(Tg vs. WT)) Fold-Change(Tg vs. WT) DEFINITION
LOC623453 XR_032986.1 9.79E-09 3.28E-04 0.85 PREDICTED: Mus musculus similar to proteolipid protein 2 (LOC623453), misc RNA.

PPP3R1 NM_024459.2 7.02E-07 7.27E-03 1.74 Mus musculus protein phosphatase 3, regulatory subunit B, alpha isoform (calcineurin B, type I) (Ppp3r1), mRNA.
D030040M08RIK 1.04E-06 7.27E-03 0.89

GM129 NM_001033302.1 1.44E-06 7.27E-03 0.69 Mus musculus gene model 129, (NCBI) (Gm129), mRNA. XM_907670 XM_920513 XM_920520 XM_920527 XM_920533
CDKL5 NM_001024624.1 1.84E-06 7.27E-03 1.56 Mus musculus cyclin-dependent kinase-like 5 (Cdkl5), mRNA.

CCDC25 NM_145944.4 1.88E-06 7.27E-03 0.60 Mus musculus coiled-coil domain containing 25 (Ccdc25), mRNA.
LOC100047199 XM_001477631.1 1.91E-06 7.27E-03 0.80 PREDICTED: Mus musculus similar to outer dense fiber of sperm tails 2 (LOC100047199), mRNA.

GOLGA4 NM_018748.3 2.02E-06 7.27E-03 1.16 Mus musculus golgi autoantigen, golgin subfamily a, 4 (Golga4), mRNA.
LOC385855 XM_358974.1 2.10E-06 7.27E-03 0.75

DLG4 NM_007864.2 2.17E-06 7.27E-03 1.74 Mus musculus discs, large homolog 4 (Drosophila) (Dlg4), mRNA.
DYNLL2 NM_026556.3 2.43E-06 7.33E-03 1.61 Mus musculus dynein light chain LC8-type 2 (Dynll2), mRNA.

2310001A20RIK NM_027977.2 2.63E-06 7.33E-03 1.67 Mus musculus RIKEN cDNA 2310001A20 gene (2310001A20Rik), mRNA.
TNPO2 NM_145390.3 3.03E-06 7.68E-03 1.58 Mus musculus transportin 2 (importin 3, karyopherin beta 2b) (Tnpo2), mRNA.

2010003O18RIK NM_029645.3 3.21E-06 7.68E-03 0.79 Mus musculus RIKEN cDNA 2010003O18 gene (2010003O18Rik), mRNA.
PSMD13 NM_011875.4 4.11E-06 8.73E-03 1.86 Mus musculus proteasome (prosome, macropain) 26S subunit, non-ATPase, 13 (Psmd13), mRNA.
MMAB NM_029956.3 4.42E-06 8.73E-03 0.73 Mus musculus methylmalonic aciduria (cobalamin deficiency) type B homolog (human) (Mmab), mRNA.
SNRPD3 NM_026095.4 4.57E-06 8.73E-03 1.55 Mus musculus small nuclear ribonucleoprotein D3 (Snrpd3), mRNA.

LOC234987 XM_134668.2 4.98E-06 8.73E-03 0.62
HSPA1B NM_010478.2 5.22E-06 8.73E-03 0.82 Mus musculus heat shock protein 1B (Hspa1b), mRNA.

CCNDBP1 NM_010761.2 5.49E-06 8.73E-03 0.61 Mus musculus cyclin D-type binding-protein 1 (Ccndbp1), mRNA.
DUSP4 NM_176933.4 5.54E-06 8.73E-03 1.26 Mus musculus dual specificity phosphatase 4 (Dusp4), mRNA.
NEF3 NM_008691 5.90E-06 8.73E-03 1.58

LOC100047199 XM_001477631.1 6.00E-06 8.73E-03 0.84 PREDICTED: Mus musculus similar to outer dense fiber of sperm tails 2 (LOC100047199), mRNA.
FUNDC1 NM_028058.3 6.51E-06 9.08E-03 1.23 Mus musculus FUN14 domain containing 1 (Fundc1), mRNA.

IVNS1ABP NM_054102.2 7.36E-06 9.68E-03 1.51 Mus musculus influenza virus NS1A binding protein (Ivns1abp), transcript variant 2, mRNA.
MIF NM_010798.1 7.52E-06 9.68E-03 0.60
AK5 NM_001081277.1 7.95E-06 9.72E-03 0.80 Mus musculus adenylate kinase 5 (Ak5), mRNA.

LOC100044948 XM_001473652.1 8.37E-06 9.72E-03 0.60 PREDICTED: Mus musculus similar to macrophage migration inhibitory factor (LOC100044948), mRNA.
ACTB NM_007393.3 8.52E-06 9.72E-03 1.31 Mus musculus actin, beta, cytoplasmic (Actb), mRNA.

DGUOK AK003639 8.71E-06 9.72E-03 0.81
PTPRJ NM_008982.4 9.90E-06 1.06E-02 1.26 Mus musculus protein tyrosine phosphatase, receptor type, J (Ptprj), mRNA.

A230078H02RIK AK038954 1.03E-05 1.06E-02 0.89
LOC385959 XM_359014.1 1.08E-05 1.06E-02 0.61

6430561B16RIK AK032480 1.10E-05 1.06E-02 0.85
LOC386256 XM_359142.1 1.13E-05 1.06E-02 0.72

SLC5A9 NM_145551.3 1.17E-05 1.06E-02 1.17 Mus musculus solute carrier family 5 (sodium/glucose cotransporter), member 9 (Slc5a9), mRNA.
3010015F07RIK AK076147 1.21E-05 1.06E-02 0.85
2500003M10RIK NM_023215.5 1.21E-05 1.06E-02 1.56 Mus musculus RIKEN cDNA 2500003M10 gene (2500003M10Rik), mRNA.

SCAMP1 NM_029153.1 1.27E-05 1.06E-02 0.83 Mus musculus secretory carrier membrane protein 1 (Scamp1), mRNA.
CASP7 NM_007611.2 1.29E-05 1.06E-02 1.25 Mus musculus caspase 7 (Casp7), mRNA.

TMEM127 NM_175145.3 1.31E-05 1.06E-02 1.28 Mus musculus transmembrane protein 127 (Tmem127), mRNA.
MTDNA_COXI 1.34E-05 1.06E-02 0.60

ZFP36L1 NM_007564.4 1.36E-05 1.06E-02 1.11 Mus musculus zinc finger protein 36, C3H type-like 1 (Zfp36l1), mRNA.
DPYSL2 NM_009955.2 1.58E-05 1.20E-02 1.33 Mus musculus dihydropyrimidinase-like 2 (Dpysl2), mRNA.

LOC100043796 XM_001481075.1 1.68E-05 1.25E-02 0.56 PREDICTED: Mus musculus similar to macrophage migration inhibitory factor, transcript variant 1 (LOC100043796), mRNA.
FGF9 NM_013518.3 1.75E-05 1.28E-02 1.40 Mus musculus fibroblast growth factor 9 (Fgf9), mRNA.

SMARCE1 NM_020618.3 1.83E-05 1.30E-02 1.32 Mus musculus SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily e, member 1 (Smarce1), mRNA.
TCHP NM_029992.2 2.06E-05 1.43E-02 0.80 Mus musculus trichoplein, keratin filament binding (Tchp), mRNA.

LOC236371 XM_135639.2 2.11E-05 1.43E-02 0.71
CSPG4 NM_139001.2 2.14E-05 1.43E-02 1.29 Mus musculus chondroitin sulfate proteoglycan 4 (Cspg4), mRNA.

GALNT1 NM_013814.2 2.27E-05 1.49E-02 1.38 Mus musculus UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 1 (Galnt1), mRNA.
ATF3 NM_007498.2 2.39E-05 1.52E-02 0.88 Mus musculus activating transcription factor 3 (Atf3), mRNA.
PLEC1 NM_201388.1 2.42E-05 1.52E-02 1.18 Mus musculus plectin 1 (Plec1), transcript variant 5, mRNA.

A630034I12RIK 2.46E-05 1.52E-02 0.84
COX15 NM_144874.3 2.49E-05 1.52E-02 0.78 Mus musculus COX15 homolog, cytochrome c oxidase assembly protein (yeast) (Cox15), mRNA.
GTF3C2 NM_027901.2 2.60E-05 1.55E-02 0.62 Mus musculus general transcription factor IIIC, polypeptide 2, beta (Gtf3c2), mRNA.

D16ERTD472E NM_025967 2.93E-05 1.71E-02 0.80
2310015A05RIK XM_984819.1 2.96E-05 1.71E-02 0.78 PREDICTED: Mus musculus RIKEN cDNA 2310015A05 gene (2310015A05Rik), mRNA.

HSD17B11 NM_053262.3 3.05E-05 1.71E-02 1.31 Mus musculus hydroxysteroid (17-beta) dehydrogenase 11 (Hsd17b11), mRNA.
F830045P16RIK NM_177653.3 3.06E-05 1.71E-02 0.88 Mus musculus RIKEN cDNA F830045P16 gene (F830045P16Rik), mRNA.

TCFE2A XM_125750.3 3.13E-05 1.71E-02 1.15
OTTMUSG00000015643 NM_001037929.2 3.17E-05 1.71E-02 1.18 Mus musculus predicted gene, OTTMUSG00000015643 (OTTMUSG00000015643), mRNA.

HIST1H1C NM_015786 3.27E-05 1.72E-02 1.62
NAP1L1 NM_015781.3 3.29E-05 1.72E-02 1.34 Mus musculus nucleosome assembly protein 1-like 1 (Nap1l1), mRNA.

LOC386073 XM_359057.1 3.35E-05 1.73E-02 0.76
DM15 NM_032418 3.49E-05 1.73E-02 0.76

EXOSC9 NM_019393.2 3.53E-05 1.73E-02 1.16 Mus musculus exosome component 9 (Exosc9), mRNA.
MIB1 NM_144860.2 3.56E-05 1.73E-02 1.28 Mus musculus mindbomb homolog 1 (Drosophila) (Mib1), mRNA.

TXNDC1 NM_028339.1 3.56E-05 1.73E-02 1.42 Mus musculus thioredoxin domain containing 1 (Txndc1), mRNA.
UBCE7IP3-PENDING AK042325 3.69E-05 1.75E-02 0.88

LOC100047155 XM_001477537.1 3.72E-05 1.75E-02 1.31 PREDICTED: Mus musculus similar to Small nuclear ribonucleoprotein polypeptide A (LOC100047155), mRNA.
LOC331476 XM_001474143.1 3.77E-05 1.75E-02 0.91 PREDICTED: Mus musculus similar to SUMO-1-specific protease (LOC331476), mRNA.

PROSC NM_001039078.2 3.96E-05 1.75E-02 0.68 Mus musculus proline synthetase co-transcribed (Prosc), transcript variant 3, mRNA.
ZCCHC4 XM_132052 4.00E-05 1.75E-02 0.86

COMMD5 NM_025536.2 4.05E-05 1.75E-02 1.30 Mus musculus COMM domain containing 5 (Commd5), mRNA.
OLFR1250 NM_146965.1 4.09E-05 1.75E-02 1.14 Mus musculus olfactory receptor 1250 (Olfr1250), mRNA.

VAMP4 NM_016796.3 4.10E-05 1.75E-02 0.79 Mus musculus vesicle-associated membrane protein 4 (Vamp4), mRNA.
PRKCC NM_011102.3 4.14E-05 1.75E-02 0.61 Mus musculus protein kinase C, gamma (Prkcc), mRNA.

COMMD3 NM_147778.3 4.20E-05 1.75E-02 1.19 Mus musculus COMM domain containing 3 (Commd3), mRNA.
ETV2 NM_007959.2 4.25E-05 1.75E-02 1.11 Mus musculus ets variant gene 2 (Etv2), mRNA.

ZFP277 NM_172575.2 4.28E-05 1.75E-02 1.34 Mus musculus zinc finger protein 277 (Zfp277), transcript variant 1, mRNA.
CDC42 NM_009861.1 4.32E-05 1.75E-02 1.46 Mus musculus cell division cycle 42 homolog (S. cerevisiae) (Cdc42), mRNA.

TNRC15 NM_146112 4.33E-05 1.75E-02 0.80
SNX4 NM_080557.2 4.46E-05 1.77E-02 1.20 Mus musculus sorting nexin 4 (Snx4), mRNA.

YEATS2 NM_001033237.1 4.49E-05 1.77E-02 0.73 Mus musculus YEATS domain containing 2 (Yeats2), mRNA. XM_900167 XM_911624 XM_914159 XM_923096 XM_923099
HSFY2 NM_027661.2 4.57E-05 1.78E-02 0.88 Mus musculus heat shock transcription factor, Y linked 2 (Hsfy2), mRNA.
SIAT8C AK015874 4.68E-05 1.80E-02 0.85
GSTP1 NM_013541.1 4.73E-05 1.80E-02 0.70 Mus musculus glutathione S-transferase, pi 1 (Gstp1), mRNA.

CATNA2 NM_145732 4.87E-05 1.80E-02 1.26
ST6GALNAC6 NM_001025311.1 4.91E-05 1.80E-02 1.25 Mus musculus ST6 (alpha-N-acetyl-neuraminyl-2,3-beta-galactosyl-1, 3)-N-acetylgalactosaminide alpha-2,6-sialyltransferase 6 (St6galnac6), transcript variant 3, mRNA.

ERC1 NM_053204.2 4.91E-05 1.80E-02 1.16 Mus musculus ELKS/RAB6-interacting/CAST family member 1 (Erc1), transcript variant 1, mRNA. XM_925144 XM_925146 XM_925148 XM_925150 XM_925151 XM_925155 XM_925160 XM_925162
EEF1D NM_029663.1 4.94E-05 1.80E-02 0.85 Mus musculus eukaryotic translation elongation factor 1 delta (guanine nucleotide exchange protein) (Eef1d), transcript variant 1, mRNA.

9930104L06RIK NM_177573.2 5.14E-05 1.85E-02 0.87
C130082I06RIK AK081854 5.22E-05 1.85E-02 0.85

MRPL15 AK003367 5.24E-05 1.85E-02 0.80
OTUD3 XM_001477728.1 5.53E-05 1.93E-02 1.50 PREDICTED: Mus musculus OTU domain containing 3 (Otud3), mRNA.
CSDE1 NM_144901.2 6.16E-05 2.10E-02 1.37 Mus musculus cold shock domain containing E1, RNA binding (Csde1), mRNA.
ORF34 NM_198105.2 6.18E-05 2.10E-02 1.25 Mus musculus open reading frame 34 (ORF34), mRNA.

V1RB10 NM_053240.1 6.32E-05 2.10E-02 0.93
SLC25A15 NM_181325.3 6.33E-05 2.10E-02 1.22 Mus musculus solute carrier family 25 (mitochondrial carrier ornithine transporter), member 15 (Slc25a15), mRNA.

MCF2L NM_178076.2 6.39E-05 2.10E-02 0.70 Mus musculus mcf.2 transforming sequence-like (Mcf2l), mRNA.
RN18S NR_003278.1 6.41E-05 2.10E-02 1.77 Mus musculus 18S RNA (Rn18s).
DOK6 NM_001039173.1 6.68E-05 2.15E-02 1.22 Mus musculus docking protein 6 (Dok6), mRNA.

GABBR1 NM_019439.3 6.78E-05 2.15E-02 1.74 Mus musculus gamma-aminobutyric acid (GABA-B) receptor, 1 (Gabbr1), mRNA.
AP2B1 NM_001035854.2 6.84E-05 2.15E-02 1.22 Mus musculus adaptor-related protein complex 2, beta 1 subunit (Ap2b1), transcript variant 1, mRNA.

VKORC1L1 NM_001001327.1 6.90E-05 2.15E-02 1.24 Mus musculus vitamin K epoxide reductase complex, subunit 1-like 1 (Vkorc1l1), transcript variant 2, mRNA.
CKAP5 NM_029437.1 6.96E-05 2.15E-02 1.41 Mus musculus cytoskeleton associated protein 5 (Ckap5), mRNA.

CCDC131 NM_001033261.2 7.02E-05 2.15E-02 1.17 Mus musculus coiled-coil domain containing 131 (Ccdc131), mRNA. XM_925322
D630035D13RIK AK085493 7.19E-05 2.15E-02 0.83
6330548G22RIK NM_029532.2 7.28E-05 2.15E-02 1.27 Mus musculus RIKEN cDNA 6330548G22 gene (6330548G22Rik), mRNA.

DSG4 NM_181564.2 7.31E-05 2.15E-02 1.22 Mus musculus desmoglein 4 (Dsg4), mRNA.
GLS XM_129846 7.32E-05 2.15E-02 0.67

SPRN NM_183147.2 7.39E-05 2.15E-02 0.67 Mus musculus shadow of prion protein (Sprn), mRNA.
PCDH8 NM_001042726.1 7.42E-05 2.15E-02 0.84 Mus musculus protocadherin 8 (Pcdh8), transcript variant 2, mRNA.
UBE2N NM_080560.3 7.44E-05 2.15E-02 1.27 Mus musculus ubiquitin-conjugating enzyme E2N (Ube2n), mRNA.

5730409K12RIK 7.50E-05 2.15E-02 0.77
DUSP6 NM_026268.2 7.51E-05 2.15E-02 1.35 Mus musculus dual specificity phosphatase 6 (Dusp6), mRNA.
EGFL7 NM_198725.1 7.83E-05 2.21E-02 1.53 Mus musculus EGF-like domain 7 (Egfl7), transcript variant c, mRNA.
FREQ NM_019681.3 7.86E-05 2.21E-02 1.42 Mus musculus frequenin homolog (Drosophila) (Freq), mRNA.
LRP12 NM_172814.3 7.96E-05 2.21E-02 1.29 Mus musculus low density lipoprotein-related protein 12 (Lrp12), mRNA.

MS4A1 NM_007641.3 8.00E-05 2.21E-02 1.20 Mus musculus membrane-spanning 4-domains, subfamily A, member 1 (Ms4a1), mRNA.
PDCD4 NM_011050.3 8.06E-05 2.21E-02 0.80 Mus musculus programmed cell death 4 (Pdcd4), mRNA.
EGFL7 NM_178444.3 8.24E-05 2.23E-02 1.40 Mus musculus EGF-like domain 7 (Egfl7), transcript variant a, mRNA.

A330042I05RIK XM_128977.1 8.30E-05 2.23E-02 0.90
KIF21A NM_016705.2 8.32E-05 2.23E-02 1.34 Mus musculus kinesin family member 21A (Kif21a), mRNA.

4930424G05RIK NM_026251.2 8.48E-05 2.25E-02 1.16 Mus musculus RIKEN cDNA 4930424G05 gene (4930424G05Rik), mRNA.
LOC100046232 XM_001475817.1 8.53E-05 2.25E-02 1.52 PREDICTED: Mus musculus similar to NFIL3/E4BP4 transcription factor (LOC100046232), mRNA.

ZFP467 NM_001085417.1 8.78E-05 2.30E-02 0.84 Mus musculus zinc finger protein 467 (Zfp467), transcript variant 4, mRNA.
WIBG NM_030100.2 8.86E-05 2.30E-02 1.15 Mus musculus within bgcn homolog (Drosophila) (Wibg), mRNA.
HIPK2 NM_010433.1 8.96E-05 2.30E-02 1.38 Mus musculus homeodomain interacting protein kinase 2 (Hipk2), mRNA.

5-HTR2C, GPCR AK086348 9.04E-05 2.30E-02 0.93
KCNQ2 NM_010611.2 9.07E-05 2.30E-02 1.28 Mus musculus potassium voltage-gated channel, subfamily Q, member 2 (Kcnq2), transcript variant 1, mRNA.
GSTP1 NM_013541.1 9.22E-05 2.31E-02 0.70 Mus musculus glutathione S-transferase, pi 1 (Gstp1), mRNA.

ABLIM3 NM_198649.2 9.25E-05 2.31E-02 1.15 Mus musculus actin binding LIM protein family, member 3 (Ablim3), mRNA.
5830472F04RIK 9.59E-05 2.38E-02 0.85

BDH1 NM_175177.3 9.76E-05 2.38E-02 1.17 Mus musculus 3-hydroxybutyrate dehydrogenase, type 1 (Bdh1), mRNA.
LOC208080 XM_146931.2 9.77E-05 2.38E-02 0.87

STK32A NM_178749 9.81E-05 2.38E-02 0.80
LOC624619 XM_889164.2 9.89E-05 2.38E-02 1.15 PREDICTED: Mus musculus similar to metaxin 3 (LOC624619), mRNA.

6330527O06RIK NM_029530.2 1.00E-04 2.39E-02 1.50 Mus musculus RIKEN cDNA 6330527O06 gene (6330527O06Rik), mRNA. XM_925634 XM_925635 XM_925636
NRN1 NM_153529.1 1.01E-04 2.39E-02 1.41 Mus musculus neuritin 1 (Nrn1), mRNA.

SLC6A11 NM_172890.3 1.02E-04 2.41E-02 1.49 Mus musculus solute carrier family 6 (neurotransmitter transporter, GABA), member 11 (Slc6a11), mRNA.
LOC277927 XM_204252.2 1.03E-04 2.41E-02 0.84

TCEAL3 NM_001029978.1 1.04E-04 2.42E-02 1.53 Mus musculus transcription elongation factor A (SII)-like 3 (Tceal3), mRNA.
LOC433943 XR_034042.1 1.05E-04 2.42E-02 0.64 PREDICTED: Mus musculus similar to Glutathione S-transferase Mu 1 (GST class-mu 1) (Glutathione S-transferase GT8.7) (pmGT10) (GST 1-1) (LOC433943), misc RNA.

9630017O17 1.06E-04 2.42E-02 1.08
SERINC5 NM_172588.2 1.06E-04 2.42E-02 1.15 Mus musculus serine incorporator 5 (Serinc5), mRNA.

A630008H02RIK AK041423 1.08E-04 2.44E-02 0.86
AI593442 NM_177907.2 1.09E-04 2.44E-02 1.23 Mus musculus expressed sequence AI593442 (AI593442), transcript variant 1, mRNA.

4922501L14RIK XM_001481326.1 1.09E-04 2.44E-02 0.74 PREDICTED: Mus musculus RIKEN cDNA 4922501L14 gene (4922501L14Rik), mRNA.
6330545A04RIK NM_001081174.1 1.11E-04 2.46E-02 0.91 Mus musculus RIKEN cDNA 6330545A04 gene (6330545A04Rik), mRNA.

SMTNL1 NM_024230.2 1.12E-04 2.46E-02 1.16 Mus musculus smoothelin-like 1 (Smtnl1), mRNA.
USP12 NM_011669.3 1.13E-04 2.46E-02 1.27 Mus musculus ubiquitin specific peptidase 12 (Usp12), mRNA.
ARMC9 NM_030184.2 1.14E-04 2.48E-02 0.81 Mus musculus armadillo repeat containing 9 (Armc9), transcript variant 1, mRNA.
MKI67 XM_001000692.2 1.19E-04 2.57E-02 1.21 PREDICTED: Mus musculus antigen identified by monoclonal antibody Ki 67 (Mki67), mRNA.

ATPAF2 NM_145427.1 1.22E-04 2.61E-02 0.83 Mus musculus ATP synthase mitochondrial F1 complex assembly factor 2 (Atpaf2), mRNA.
KATNB1 NM_028805.2 1.22E-04 2.61E-02 0.67 Mus musculus katanin p80 (WD40-containing) subunit B 1 (Katnb1), mRNA.

1700113H08RIK XM_354556.5 1.24E-04 2.64E-02 1.19 PREDICTED: Mus musculus RIKEN cDNA 1700113H08 gene (1700113H08Rik), mRNA.
MAGEH1 NM_023788.3 1.28E-04 2.69E-02 1.31 Mus musculus melanoma antigen, family H, 1 (Mageh1), mRNA.
LRPAP1 NM_013587.2 1.29E-04 2.69E-02 0.64 Mus musculus low density lipoprotein receptor-related protein associated protein 1 (Lrpap1), mRNA.

CPA2 NM_001024698.2 1.30E-04 2.70E-02 0.89 Mus musculus carboxypeptidase A2, pancreatic (Cpa2), mRNA.
C230066H16RIK AK082585 1.32E-04 2.73E-02 0.78

SMARCD1 NM_031842.2 1.34E-04 2.73E-02 1.28 Mus musculus SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily d, member 1 (Smarcd1), mRNA.
PTP4A2 NM_008974.3 1.34E-04 2.73E-02 1.20 Mus musculus protein tyrosine phosphatase 4a2 (Ptp4a2), mRNA.

GABARAPL1 NM_020590.4 1.35E-04 2.74E-02 1.31 Mus musculus gamma-aminobutyric acid (GABA(A)) receptor-associated protein-like 1 (Gabarapl1), mRNA.
XRN2 NM_011917.2 1.38E-04 2.77E-02 1.28 Mus musculus 5'-3' exoribonuclease 2 (Xrn2), mRNA.
VTI1B NM_016800.2 1.39E-04 2.77E-02 1.30 Mus musculus vesicle transport through interaction with t-SNAREs 1B homolog (Vti1b), mRNA.
GLDN NM_177350.4 1.39E-04 2.77E-02 0.92 Mus musculus gliomedin (Gldn), mRNA.

TMEM120B NM_001039723.2 1.40E-04 2.77E-02 0.85 Mus musculus transmembrane protein 120B (Tmem120b), mRNA.
CLEC1A NM_175526.2 1.41E-04 2.77E-02 1.20 Mus musculus C-type lectin domain family 1, member a (Clec1a), mRNA.

NIT1 NM_012049.1 1.44E-04 2.78E-02 0.83 Mus musculus nitrilase 1 (Nit1), mRNA.
SLC39A9 XM_992396.1 1.45E-04 2.78E-02 0.78 PREDICTED: Mus musculus solute carrier family 39 (zinc transporter), member 9 (Slc39a9), mRNA.
GNA11 NM_010301.3 1.45E-04 2.78E-02 0.69 Mus musculus guanine nucleotide binding protein, alpha 11 (Gna11), mRNA.
SCMH1 NM_013883 1.46E-04 2.78E-02 0.85
ZC3H13 NM_026083.2 1.47E-04 2.78E-02 1.28 Mus musculus zinc finger CCCH type containing 13 (Zc3h13), mRNA.

LOC385923 XM_359000.1 1.47E-04 2.78E-02 0.64
OLFR1441 NM_146683.1 1.47E-04 2.78E-02 1.14 Mus musculus olfactory receptor 1441 (Olfr1441), mRNA.

PFDN2 NM_011070.3 1.48E-04 2.78E-02 1.54 Mus musculus prefoldin 2 (Pfdn2), mRNA.
EPM2A NM_010146.2 1.49E-04 2.79E-02 1.49 Mus musculus epilepsy, progressive myoclonic epilepsy, type 2 gene alpha (Epm2a), mRNA.

2510012J08RIK NM_027381.1 1.50E-04 2.79E-02 0.81 Mus musculus RIKEN cDNA 2510012J08 gene (2510012J08Rik), mRNA.
HIST1H2BE NM_178194.3 1.57E-04 2.89E-02 1.22 Mus musculus histone cluster 1, H2be (Hist1h2be), mRNA.
OLFR1148 NM_001011519.1 1.57E-04 2.89E-02 1.18 Mus musculus olfactory receptor 1148 (Olfr1148), mRNA.

PJA1 NM_001083110.1 1.59E-04 2.90E-02 1.29 Mus musculus praja1, RING-H2 motif containing (Pja1), transcript variant 1, mRNA.
LOC100048622 XM_001480443.1 1.60E-04 2.92E-02 1.41 PREDICTED: Mus musculus similar to EF-hand Ca2+ binding protein p22 (LOC100048622), mRNA.

IFNA6 NM_008335.1 1.63E-04 2.92E-02 1.18 Mus musculus interferon alpha 6 (Ifna6), mRNA.
FBXL10 NM_013910.2 1.63E-04 2.92E-02 0.82 Mus musculus F-box and leucine-rich repeat protein 10 (Fbxl10), transcript variant 2, mRNA.
LRRFIP1 NM_008515.3 1.63E-04 2.92E-02 1.17 Mus musculus leucine rich repeat (in FLII) interacting protein 1 (Lrrfip1), mRNA.

AW228700 1.64E-04 2.92E-02 0.83
LONRF3 NM_028894.1 1.65E-04 2.92E-02 0.76 Mus musculus LON peptidase N-terminal domain and ring finger 3 (Lonrf3), mRNA.

RYR1 NM_009109.2 1.67E-04 2.92E-02 0.83 Mus musculus ryanodine receptor 1, skeletal muscle (Ryr1), mRNA.
MOCS2 NM_013826.2 1.69E-04 2.92E-02 1.25 Mus musculus molybdenum cofactor synthesis 2 (Mocs2), mRNA.

LOC100046746 XM_001476743.1 1.70E-04 2.92E-02 1.29 PREDICTED: Mus musculus similar to SMAP1 (LOC100046746), mRNA.
TMEM132D NM_172885.2 1.72E-04 2.92E-02 1.41 Mus musculus transmembrane protein 132D (Tmem132d), mRNA.



Gene Symbol Accession number p-value (Tg vs. WT) q value(p-value(Tg vs. WT)) Fold-Change(Tg vs. WT) DEFINITION
LOC384132 XM_357444.1 1.72E-04 2.92E-02 1.12

WASF3 NM_145155.3 1.74E-04 2.92E-02 1.61 Mus musculus WAS protein family, member 3 (Wasf3), mRNA.
F730003H07RIK AK089303 1.74E-04 2.92E-02 0.59

STMN4 NM_019675.2 1.75E-04 2.92E-02 1.51 Mus musculus stathmin-like 4 (Stmn4), mRNA.
C730004I03RIK AK050029 1.75E-04 2.92E-02 0.82

OAS1C NM_033541.4 1.76E-04 2.92E-02 1.16 Mus musculus 2'-5' oligoadenylate synthetase 1C (Oas1c), mRNA.
ANP32E NM_023210.3 1.76E-04 2.92E-02 1.33 Mus musculus acidic (leucine-rich) nuclear phosphoprotein 32 family, member E (Anp32e), mRNA.

B230304I02RIK AK045688 1.76E-04 2.92E-02 0.87
DNAJC7 NM_019795.4 1.78E-04 2.92E-02 1.53 Mus musculus DnaJ (Hsp40) homolog, subfamily C, member 7 (Dnajc7), mRNA.

G430095P16RIK NM_001033797.1 1.78E-04 2.92E-02 1.18
USP9X NM_009481.2 1.78E-04 2.92E-02 1.22 Mus musculus ubiquitin specific peptidase 9, X chromosome (Usp9x), mRNA.

1110029E03RIK NM_172866.3 1.79E-04 2.92E-02 0.81 Mus musculus RIKEN cDNA 1110029E03 gene (1110029E03Rik), mRNA.
C130061D10RIK AK081652 1.80E-04 2.92E-02 0.85

KCNC1 NM_008421.2 1.83E-04 2.95E-02 1.43 Mus musculus potassium voltage gated channel, Shaw-related subfamily, member 1 (Kcnc1), mRNA.
USP37 NM_176972.3 1.84E-04 2.95E-02 1.17 Mus musculus ubiquitin specific peptidase 37 (Usp37), mRNA.

OSGEPL1 NM_028091.3 1.84E-04 2.95E-02 1.21 Mus musculus O-sialoglycoprotein endopeptidase-like 1 (Osgepl1), mRNA.
CLN8 NM_012000.3 1.87E-04 2.98E-02 1.19 Mus musculus ceroid-lipofuscinosis, neuronal 8 (Cln8), mRNA.

LOC386123 XM_359079.1 1.91E-04 3.03E-02 0.85
PRPF8 NM_138659.2 1.95E-04 3.08E-02 1.25 Mus musculus pre-mRNA processing factor 8 (Prpf8), mRNA.
PSAP NM_011179 1.97E-04 3.10E-02 0.84

LOC277045 XM_203578.3 2.00E-04 3.12E-02 0.82
PCTK1 NM_011049.4 2.01E-04 3.12E-02 1.61 Mus musculus PCTAIRE-motif protein kinase 1 (Pctk1), mRNA. XM_920756 XM_920762 XM_920768 XM_920773

LRRFIP1 NM_008515.3 2.04E-04 3.12E-02 1.21 Mus musculus leucine rich repeat (in FLII) interacting protein 1 (Lrrfip1), mRNA.
B930044L09RIK AK047275 2.05E-04 3.12E-02 0.85
2510008P16RIK AK010939 2.06E-04 3.12E-02 0.76

SLC24A4 NM_172152 2.06E-04 3.12E-02 0.81
COL6A1 NM_009933.2 2.07E-04 3.12E-02 0.64 Mus musculus procollagen, type VI, alpha 1 (Col6a1), mRNA.
PUNC NM_008988.2 2.07E-04 3.12E-02 0.81 Mus musculus putative neuronal cell adhesion molecule (Punc), mRNA.

DUSP18 NM_173745.4 2.07E-04 3.12E-02 0.73 Mus musculus dual specificity phosphatase 18 (Dusp18), mRNA.
PIP5K2B NM_054051.1 2.08E-04 3.12E-02 1.44 Mus musculus phosphatidylinositol-4-phosphate 5-kinase, type II, beta (Pip5k2b), mRNA.

ATP6V0E2 NM_133764.2 2.09E-04 3.12E-02 0.61 Mus musculus ATPase, H+ transporting, lysosomal V0 subunit E2 (Atp6v0e2), mRNA.
PCK2 NM_028994.2 2.11E-04 3.14E-02 1.11 Mus musculus phosphoenolpyruvate carboxykinase 2 (mitochondrial) (Pck2), mRNA.

APBA1 NM_177034.3 2.12E-04 3.14E-02 1.34 Mus musculus amyloid beta (A4) precursor protein binding, family A, member 1 (Apba1), mRNA.
RAB8B NM_173413.2 2.22E-04 3.27E-02 0.82 Mus musculus RAB8B, member RAS oncogene family (Rab8b), mRNA.
ATP8B3 NM_026094.3 2.25E-04 3.27E-02 1.22 Mus musculus ATPase, Class I, type 8B, member 3 (Atp8b3), mRNA.

OLFR342 NM_146948.1 2.26E-04 3.27E-02 0.89 Mus musculus olfactory receptor 342 (Olfr342), mRNA.
TRP53I11 NM_001025246.1 2.28E-04 3.27E-02 0.79 Mus musculus transformation related protein 53 inducible protein 11 (Trp53i11), mRNA.
TMEM11 NM_173453.2 2.29E-04 3.27E-02 1.40 Mus musculus transmembrane protein 11 (Tmem11), mRNA.

EI24 NM_007915 2.29E-04 3.27E-02 1.35
EIF2B5 NM_172265.1 2.29E-04 3.27E-02 1.52 Mus musculus eukaryotic translation initiation factor 2B, subunit 5 epsilon (Eif2b5), mRNA.
SFXN5 NM_178639.3 2.30E-04 3.27E-02 1.41 Mus musculus sideroflexin 5 (Sfxn5), mRNA.

LOC545703 XR_033003.1 2.30E-04 3.27E-02 1.16 PREDICTED: Mus musculus similar to SWI/SNF-related matrix-associated actin-dependent regulator of chromatin a5 (LOC545703), misc RNA.
RNASE12 NM_001011875.1 2.31E-04 3.27E-02 1.16 Mus musculus ribonuclease, RNase A family, 12 (non-active) (Rnase12), mRNA.

D130042I01RIK 2.35E-04 3.32E-02 0.90
ADCYAP1R1 NM_007407.3 2.38E-04 3.35E-02 1.32 Mus musculus adenylate cyclase activating polypeptide 1 receptor 1 (Adcyap1r1), transcript variant 1, mRNA.

MRPS14 NM_025474.3 2.45E-04 3.43E-02 1.10 Mus musculus mitochondrial ribosomal protein S14 (Mrps14), mRNA.
ARRDC2 NM_027560.1 2.50E-04 3.48E-02 0.84 Mus musculus arrestin domain containing 2 (Arrdc2), mRNA.

HPCA NM_010471.2 2.51E-04 3.48E-02 0.73 Mus musculus hippocalcin (Hpca), mRNA.
MRAS NM_008624.3 2.66E-04 3.66E-02 0.70 Mus musculus muscle and microspikes RAS (Mras), mRNA.

PSMD4 NM_008951.1 2.67E-04 3.66E-02 1.48 Mus musculus proteasome (prosome, macropain) 26S subunit, non-ATPase, 4 (Psmd4), mRNA.
IGHG XM_001001076.2 2.67E-04 3.66E-02 0.91 PREDICTED: Mus musculus Immunoglobulin heavy chain (gamma polypeptide), transcript variant 1 (Ighg), mRNA.
GSG1 NM_001080553.1 2.69E-04 3.68E-02 1.13 Mus musculus germ cell-specific gene 1 (Gsg1), transcript variant 2, mRNA.

AKR1B7 NM_009731.1 2.71E-04 3.69E-02 1.11 Mus musculus aldo-keto reductase family 1, member B7 (Akr1b7), mRNA.
SRMS NM_011481.3 2.74E-04 3.72E-02 1.15 Mus musculus src-related kinase lacking C-terminal regulatory tyrosine and N-terminal myristylation sites (Srms), mRNA.

SLC38A6 XM_916892.2 2.76E-04 3.73E-02 0.80 PREDICTED: Mus musculus solute carrier family 38, member 6 (Slc38a6), mRNA.
PAK7 NM_172858.2 2.80E-04 3.73E-02 1.45 Mus musculus p21 (CDKN1A)-activated kinase 7 (Pak7), mRNA.
TBR1 NM_009322.3 2.80E-04 3.73E-02 1.22 Mus musculus T-box brain gene 1 (Tbr1), mRNA.
FAT1 NM_001081286.1 2.80E-04 3.73E-02 0.80 Mus musculus FAT tumor suppressor homolog 1 (Drosophila) (Fat1), mRNA.

KALRN XM_901579.2 2.82E-04 3.73E-02 1.26 PREDICTED: Mus musculus kalirin, RhoGEF kinase, transcript variant 7 (Kalrn), mRNA.
AV312086 NM_172635.2 2.83E-04 3.73E-02 0.78 Mus musculus expressed sequence AV312086 (AV312086), mRNA.

LOC100045617 XM_001474613.1 2.83E-04 3.73E-02 1.42 PREDICTED: Mus musculus similar to Eukaryotic translation initiation factor 4A2 (LOC100045617), mRNA.
EG666756 XR_033930.1 2.84E-04 3.73E-02 0.81 PREDICTED: Mus musculus predicted gene, EG666756 (EG666756), misc RNA.

SFXN3 AK089985 2.85E-04 3.73E-02 0.81
4930527B16RIK XM_147531.1 2.88E-04 3.75E-02 1.40

HIST1H4D NM_175654.1 2.91E-04 3.78E-02 1.14 Mus musculus histone cluster 1, H4d (Hist1h4d), mRNA.
SBDS NM_023248.1 2.98E-04 3.84E-02 1.28 Mus musculus Shwachman-Bodian-Diamond syndrome homolog (human) (Sbds), mRNA.

PPM1B NM_011151.1 2.99E-04 3.84E-02 1.32 Mus musculus protein phosphatase 1B, magnesium dependent, beta isoform (Ppm1b), mRNA. XM_925494 XM_925495 XM_925496
B3GNTL1 NM_178664.3 3.00E-04 3.84E-02 0.81 Mus musculus UDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase-like 1 (B3gntl1), mRNA.

ETOS1 NM_053258.1 3.02E-04 3.84E-02 0.90
RNMTL1 NM_183263.3 3.03E-04 3.84E-02 1.23 Mus musculus RNA methyltransferase like 1 (Rnmtl1), mRNA.

E330034L11RIK AK087876 3.03E-04 3.84E-02 0.84
NANOS1 NM_178421.3 3.07E-04 3.88E-02 1.28 Mus musculus nanos homolog 1 (Drosophila) (Nanos1), mRNA.

2310046A06RIK XM_001478683.1 3.09E-04 3.89E-02 1.23 PREDICTED: Mus musculus RIKEN cDNA 2310046A06 gene (2310046A06Rik), mRNA.
GLB1L3 XM_001476959.1 3.19E-04 4.01E-02 1.13 PREDICTED: Mus musculus galactosidase, beta 1 like 3 (Glb1l3), mRNA.

MJ-3000-112_1692 3.25E-04 4.03E-02 0.94
MYLC2B NM_023402.2 3.26E-04 4.03E-02 0.72 Mus musculus myosin light chain, regulatory B (Mylc2b), mRNA.
NUP214 NM_172268.2 3.29E-04 4.03E-02 0.83 Mus musculus nucleoporin 214 (Nup214), mRNA. XM_989938 XM_989973 XM_990012 XM_990051 XM_990078 XM_990101 XM_990130 XM_990157

FOXRED1 NM_172291.1 3.29E-04 4.03E-02 0.82 Mus musculus FAD-dependent oxidoreductase domain containing 1 (Foxred1), mRNA.
SETD7 NM_080793.5 3.29E-04 4.03E-02 1.13 Mus musculus SET domain containing (lysine methyltransferase) 7 (Setd7), mRNA.
DCLK1 NM_019978.2 3.30E-04 4.03E-02 1.36 Mus musculus doublecortin-like kinase 1 (Dclk1), mRNA.

SCL0004077.1_6 AK030434.1 3.30E-04 4.03E-02 0.84
CLDN5 NM_013805.3 3.37E-04 4.10E-02 1.72 Mus musculus claudin 5 (Cldn5), mRNA.
KCNQ2 NM_001006677.1 3.40E-04 4.11E-02 1.20 Mus musculus potassium voltage-gated channel, subfamily Q, member 2 (Kcnq2), transcript variant 9, mRNA.
ZFP467 NM_001085416.1 3.41E-04 4.11E-02 0.69 Mus musculus zinc finger protein 467 (Zfp467), transcript variant 3, mRNA.
EXTL2 NM_021388.3 3.41E-04 4.11E-02 1.33 Mus musculus exotoses (multiple)-like 2 (Extl2), mRNA.
KIF3A NM_008443.3 3.44E-04 4.12E-02 1.13 Mus musculus kinesin family member 3A (Kif3a), mRNA.
CTTN NM_007803.4 3.46E-04 4.12E-02 1.31 Mus musculus cortactin (Cttn), mRNA.
LRP2 XM_899846.2 3.47E-04 4.12E-02 1.12 PREDICTED: Mus musculus low density lipoprotein receptor-related protein 2, transcript variant 3 (Lrp2), mRNA.

ZBTB4 NM_029348.1 3.47E-04 4.12E-02 1.18 Mus musculus zinc finger and BTB domain containing 4 (Zbtb4), mRNA.
LOC215879 XM_121997.2 3.55E-04 4.19E-02 0.82

1110054O05RIK NM_001013577.1 3.56E-04 4.19E-02 0.83 Mus musculus RIKEN cDNA 1110054O05 gene (1110054O05Rik), mRNA.
LOC385068 XM_358030.1 3.57E-04 4.19E-02 1.88

KCNE1 NM_008424.3 3.58E-04 4.19E-02 1.10 Mus musculus potassium voltage-gated channel, Isk-related subfamily, member 1 (Kcne1), mRNA.
CDH8 NM_001039154.1 3.61E-04 4.21E-02 1.20 Mus musculus cadherin 8 (Cdh8), transcript variant 1, mRNA.

KRTAP3-3 NM_025524.2 3.62E-04 4.21E-02 1.18 Mus musculus keratin associated protein 3-3 (Krtap3-3), mRNA.
OLFR1031 NM_001011759.1 3.64E-04 4.21E-02 1.22 Mus musculus olfactory receptor 1031 (Olfr1031), mRNA.

ATP1A3 NM_144921.1 3.68E-04 4.24E-02 1.18 Mus musculus ATPase, Na+/K+ transporting, alpha 3 polypeptide (Atp1a3), mRNA.
NDST1 NM_008306.4 3.69E-04 4.24E-02 1.14 Mus musculus N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 1 (Ndst1), mRNA.
TMOD3 NM_016963.2 3.71E-04 4.25E-02 0.80 Mus musculus tropomodulin 3 (Tmod3), mRNA.

OLFR1395 NM_146877.1 3.74E-04 4.25E-02 1.14 Mus musculus olfactory receptor 1395 (Olfr1395), mRNA.
RPL7L1 NM_025433.3 3.74E-04 4.25E-02 0.86 Mus musculus ribosomal protein L7-like 1 (Rpl7l1), mRNA.

B230104C14RIK 3.75E-04 4.25E-02 0.91
GPR21 NM_177383.3 3.76E-04 4.25E-02 1.32 Mus musculus G protein-coupled receptor 21 (Gpr21), mRNA.

9530059O14RIK XM_982329.2 3.79E-04 4.27E-02 0.75 PREDICTED: Mus musculus RIKEN cDNA 9530059O14 gene (9530059O14Rik), mRNA.
LOC100048622 XM_001480443.1 3.81E-04 4.27E-02 1.36 PREDICTED: Mus musculus similar to EF-hand Ca2+ binding protein p22 (LOC100048622), mRNA.

PPP1R8 NM_146154.1 3.82E-04 4.27E-02 0.84 Mus musculus protein phosphatase 1, regulatory (inhibitor) subunit 8 (Ppp1r8), mRNA.
WDR92 NM_178909.4 3.85E-04 4.30E-02 0.77 Mus musculus WD repeat domain 92 (Wdr92), mRNA.

LOC632997 XM_907316.3 3.92E-04 4.36E-02 1.17 PREDICTED: Mus musculus similar to Ig H-chain (LOC632997), mRNA.
FLT1 NM_010228.3 3.94E-04 4.37E-02 1.44 Mus musculus FMS-like tyrosine kinase 1 (Flt1), mRNA.

A130036M01RIK AK037679 3.98E-04 4.40E-02 0.80
GRIN2B NM_008171.3 4.03E-04 4.43E-02 1.21 Mus musculus glutamate receptor, ionotropic, NMDA2B (epsilon 2) (Grin2b), mRNA.
NDUFB3 NM_025597.2 4.07E-04 4.45E-02 1.19 Mus musculus NADH dehydrogenase (ubiquinone) 1 beta subcomplex 3 (Ndufb3), mRNA.

1110014N23RIK XM_983571.1 4.07E-04 4.45E-02 0.92 PREDICTED: Mus musculus RIKEN cDNA 1110014N23 gene, transcript variant 1 (1110014N23Rik), mRNA.
NKX3-2 NM_007524.2 4.11E-04 4.48E-02 1.19 Mus musculus NK3 homeobox 2 (Nkx3-2), mRNA.

LOC242997 XM_977217.1 4.14E-04 4.50E-02 0.86 PREDICTED: Mus musculus gene model 447, (NCBI) (LOC242997), mRNA.
COX5B NM_009942.2 4.20E-04 4.55E-02 0.67 Mus musculus cytochrome c oxidase, subunit Vb (Cox5b), mRNA.

0710005I19RIK NM_001007569.1 4.24E-04 4.57E-02 1.28 Mus musculus RIKEN cDNA 0710005I19 gene (0710005I19Rik), mRNA.
IGFBP5 NM_010518.2 4.26E-04 4.57E-02 0.70 Mus musculus insulin-like growth factor binding protein 5 (Igfbp5), mRNA.
VPS13D XM_001002241.1 4.27E-04 4.57E-02 0.83 PREDICTED: Mus musculus vacuolar protein sorting 13D (yeast), transcript variant 2 (Vps13d), mRNA.

INHA NM_010564.4 4.27E-04 4.57E-02 0.78 Mus musculus inhibin alpha (Inha), mRNA.
SEC16A NM_153125.2 4.30E-04 4.58E-02 0.74 Mus musculus SEC16 homolog A (S. cerevisiae) (Sec16a), mRNA.

LOC632431 XM_001473666.1 4.32E-04 4.58E-02 1.11 PREDICTED: Mus musculus similar to KIR-like receptor 1 precursor KIRL1.1 (LOC632431), mRNA.
SETD7 NM_080793.5 4.33E-04 4.58E-02 1.12 Mus musculus SET domain containing (lysine methyltransferase) 7 (Setd7), mRNA.

MJ-500-38_331 4.36E-04 4.61E-02 0.94
CHPT1 NM_144807.2 4.38E-04 4.61E-02 1.19 Mus musculus choline phosphotransferase 1 (Chpt1), mRNA.

LOC386144 XM_359091.1 4.40E-04 4.62E-02 1.11
NDUFA9 NM_025358.2 4.42E-04 4.62E-02 1.15 Mus musculus NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9 (Ndufa9), mRNA.

WNK4 NM_175638.2 4.43E-04 4.62E-02 0.83 Mus musculus WNK lysine deficient protein kinase 4 (Wnk4), mRNA.
ADCYAP1R1 NM_007407.3 4.45E-04 4.62E-02 1.18 Mus musculus adenylate cyclase activating polypeptide 1 receptor 1 (Adcyap1r1), transcript variant 1, mRNA.

MLLT6 NM_139311.2 4.47E-04 4.62E-02 1.18 Mus musculus myeloid/lymphoid or mixed lineage-leukemia translocation to 6 homolog (Drosophila) (Mllt6), mRNA.
SAPS2 NM_026813.1 4.48E-04 4.62E-02 1.16 Mus musculus SAPS domain family, member 2 (Saps2), transcript variant 1, mRNA.

TMEM144 NM_027495.4 4.50E-04 4.62E-02 0.93 Mus musculus transmembrane protein 144 (Tmem144), mRNA.
OTTMUSG00000004966 NM_001039502.2 4.50E-04 4.62E-02 1.17 Mus musculus predicted gene, OTTMUSG00000004966 (OTTMUSG00000004966), mRNA.

ZFP276 NM_020497 4.60E-04 4.71E-02 0.92
TRAPPC3 NM_013718.2 4.65E-04 4.73E-02 1.28 Mus musculus trafficking protein particle complex 3 (Trappc3), mRNA.
CMTM4 NM_153582.4 4.65E-04 4.73E-02 1.42 Mus musculus CKLF-like MARVEL transmembrane domain containing 4 (Cmtm4), mRNA.

B930037P14RIK NM_001024560.2 4.70E-04 4.75E-02 0.74 Mus musculus RIKEN cDNA B930037P14 gene (B930037P14Rik), mRNA.
MEP1B NM_008586.2 4.71E-04 4.75E-02 1.09 Mus musculus meprin 1 beta (Mep1b), mRNA.
GTPBP1 NM_013818.2 4.71E-04 4.75E-02 0.76 Mus musculus GTP binding protein 1 (Gtpbp1), mRNA.

SELP NM_011347.1 4.74E-04 4.76E-02 1.10 Mus musculus selectin, platelet (Selp), mRNA.
ARS2 NM_031405.1 4.75E-04 4.76E-02 0.87 Mus musculus arsenate resistance protein 2 (Ars2), mRNA.
EIF4B NM_145625.2 4.77E-04 4.77E-02 1.38 Mus musculus eukaryotic translation initiation factor 4B (Eif4b), mRNA.
RBBP6 NM_175023.2 4.79E-04 4.77E-02 1.33 Mus musculus retinoblastoma binding protein 6 (Rbbp6), transcript variant 2, mRNA.

B830032F12 4.81E-04 4.78E-02 0.83
TNFRSF19 NM_013869.4 4.85E-04 4.79E-02 1.15 Mus musculus tumor necrosis factor receptor superfamily, member 19 (Tnfrsf19), mRNA.

CLSTN3 NM_153508.3 4.85E-04 4.79E-02 1.32 Mus musculus calsyntenin 3 (Clstn3), mRNA.
BACH1 NM_007520.2 4.86E-04 4.79E-02 0.93 Mus musculus BTB and CNC homology 1 (Bach1), mRNA.
QARS NM_133794.1 4.89E-04 4.79E-02 0.69 Mus musculus glutaminyl-tRNA synthetase (Qars), mRNA.

HSPA1A NM_010479.2 4.90E-04 4.79E-02 0.89 Mus musculus heat shock protein 1A (Hspa1a), mRNA.
SPG7 NM_153176.3 4.93E-04 4.79E-02 0.75 Mus musculus spastic paraplegia 7 homolog (human) (Spg7), mRNA.

EFCBP2 NM_054095.2 4.95E-04 4.79E-02 0.68 Mus musculus EF hand calcium binding protein 2 (Efcbp2), mRNA.
ATF6 NM_001081304.1 4.95E-04 4.79E-02 1.19 Mus musculus activating transcription factor 6 (Atf6), mRNA.

WHSC1L1 NM_001001735.1 4.95E-04 4.79E-02 0.83 Mus musculus Wolf-Hirschhorn syndrome candidate 1-like 1 (human) (Whsc1l1), transcript variant 1, mRNA.
BC030499 XM_109623 4.99E-04 4.79E-02 0.88

1110029L17RIK 4.99E-04 4.79E-02 0.78
HNRPA2B1 NM_182650.3 5.00E-04 4.79E-02 1.60 Mus musculus heterogeneous nuclear ribonucleoprotein A2/B1 (Hnrpa2b1), transcript variant 2, mRNA.

FKBP2 NM_008020.2 5.00E-04 4.79E-02 1.42 Mus musculus FK506 binding protein 2 (Fkbp2), mRNA.
UGT1A10 NM_201641.2 5.03E-04 4.80E-02 0.84 Mus musculus UDP glycosyltransferase 1 family, polypeptide A10 (Ugt1a10), mRNA.

AK5 NM_001081277.1 5.08E-04 4.83E-02 0.71 Mus musculus adenylate kinase 5 (Ak5), mRNA.
OLFR1043 NM_146577.2 5.13E-04 4.87E-02 1.19 Mus musculus olfactory receptor 1043 (Olfr1043), mRNA.

5830462P14RIK 5.17E-04 4.89E-02 0.83
SVET1 5.18E-04 4.89E-02 0.90
FDPS NM_134469 5.21E-04 4.89E-02 0.90

PDCD10 NM_019745.3 5.22E-04 4.89E-02 1.31 Mus musculus programmed cell death 10 (Pdcd10), mRNA.
ACOT7 NM_133348.1 5.23E-04 4.89E-02 0.73 Mus musculus acyl-CoA thioesterase 7 (Acot7), mRNA.

LOC624662 XR_033663.1 5.25E-04 4.90E-02 0.79 PREDICTED: Mus musculus similar to MGC69457 protein (LOC624662), misc RNA.
TLR2 NM_011905.2 5.27E-04 4.90E-02 1.12 Mus musculus toll-like receptor 2 (Tlr2), mRNA.

CCDC114 NM_001033243.2 5.29E-04 4.91E-02 0.86 Mus musculus coiled-coil domain containing 114 (Ccdc114), mRNA. XM_925312
LOC100046095 XR_032301.1 5.32E-04 4.91E-02 1.08 PREDICTED: Mus musculus similar to novel KRAB box containing protein (LOC100046095), misc RNA.

GMFG NM_022024.2 5.32E-04 4.91E-02 1.16 Mus musculus glia maturation factor, gamma (Gmfg), transcript variant 1, mRNA.
BC030307 NM_001003910.2 5.35E-04 4.92E-02 0.88 Mus musculus cDNA sequence BC030307 (BC030307), transcript variant 3, mRNA.
RAPGEFL1 NM_001080925.1 5.38E-04 4.92E-02 0.72 Mus musculus Rap guanine nucleotide exchange factor (GEF)-like 1 (Rapgefl1), mRNA.

ATE1 NM_001029895.2 5.38E-04 4.92E-02 1.18 Mus musculus arginine-tRNA-protein transferase 1 (Ate1), transcript variant 3, mRNA.
PDAP1 NM_001033313.3 5.39E-04 4.92E-02 1.39 Mus musculus PDGFA associated protein 1 (Pdap1), mRNA.
KCNH7 NM_133207.2 5.47E-04 4.96E-02 1.16 Mus musculus potassium voltage-gated channel, subfamily H (eag-related), member 7 (Kcnh7), mRNA.
CDS2 NM_138651.5 5.48E-04 4.96E-02 1.41 Mus musculus CDP-diacylglycerol synthase (phosphatidate cytidylyltransferase) 2 (Cds2), mRNA.

NUDT18 NM_153136.4 5.48E-04 4.96E-02 1.29 Mus musculus nudix (nucleoside diphosphate linked moiety X)-type motif 18 (Nudt18), mRNA.
DEADC1 NM_025748.3 5.50E-04 4.96E-02 1.23 Mus musculus deaminase domain containing 1 (Deadc1), mRNA.


